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Accelerating forensics discovery with
myBaits® targeted NGS

The tremendous scope of next-generation sequencing (NGS) offers the power to reconstruct genomic sequences

from millions of compromised DNA molecules present in historic and forensic samples. However, for many such

samples, the relevant molecules of interest are so rare that total DNA sequencing is too expensive to perform and

too data intensive to analyze. With dedicated probe design algorithms and optimized lab protocols appropriate for

highly damaged and degraded DNA molecules, myBaits targeted NGS kits can greatly increase the power and

efficiency of forensics research on both mitochondrial and nuclear DNA.
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